1201

Rpb1 S. c   -AMNDKDLTMGQVGERIKQTFKNDLFVIWSEDNDEKLIIRCRVVRP------KSLDAETEAEEDHMLKKIENTMLENITLRGVENIERVVMMKYDRKVPSPTGEYVK

Rpc160 S. c IIGKDRIAINVFPEGYKAKSISTSAKEPSENDVF------------------------------------YRMQQLRRALPDVVVKGLPDISRAVINIRDDGKRELL

         -------------------------------G(1255)------------------------------------------------------------------------

            ------------------------------------------------------------------------I(1260)----------------------------

            ------------------------------------------------------------------------------V(1266)----------------------

            ----------------------------------------------------------------------------------------------------G(1288)

            -----------------------------------------------------------------------------------------------------------

            -----------------------------------------------------------------------------------------------------------

            -----------------------------------------------------------------------------------------------------------

            -----------------------------------------------------------------------------------------------------------

            -----------------------------------------------------------------------------------------------------------

            -----------------------------------------------------------------------------------------------------------

            -----------------------------------------------------------------------------------------------------------

            -----------------------------------------------------------------------------------------------------------

1301        aaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa&&&&& aaaaaa&45aaaaaaaaaa46aaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa
Rpb1 S. c   -------EPEWVLETDGVN-LSEVMTVPGIDPTRIYTNSFIDIMEVLGIEAGRAALYKEV-YNVIASDGSYVNYRHMALLVDVMTTQGGLTSVTRHGFNRSNTGALMRC

Rpc160 S. c ---LEGYGLRDVMCTDGV------------IGSRTTTNHVLEVFSVLGIEAARYSIIREIN-YTMSNHGMSVDPRHIQLLGDVMTYKGEVLGITRFGLSKMRDSVLQLA
            -------------------------------------------------------------------------------------------------------------

            ----------------------------------------------------------------------------------------------------------L(1385)

            -------------------------------------------------------------------------------------------------------------

            ---------------------------------------A(1319)---------------------------------------------------------------

            ------------V(1304)------------------------------------------------------------------------------------------

            ---------------E(1307)---------------------------------------------------------------------------------------

            -----------------------------------------------------C(1333)-------------------------------------------------

            ------------------------------------------------------G(1334)----------------------------------I(1374)-------

            ----------------------------------------------------------------V(1343)--------------------------------------

            -------------------------------------------------------------------------------------------------------------

            -------------------------------------------------------------------------------------------------------------

1401        aaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa1444

Rpb1 S. c   SFEETVEILFEAGASAELDDCRGVSENVILGQMAPIGTGAFDVMIDEESLVKYMPEQKITEIEDGQDGGVTPYSNESGLVNADLDVKDELMFSPLVDSGS

Rpc160 S. c SFEKTTDHLFDAAFYMKKDAVEGVSECIILGQTMSIGTGSFKVVKGTNISEKDLVPKRCLFESLSNEAALKAN

            -------------------------------------------------------------------------

            -------------------------------------------------------------------------

            -------------------------------------------------------------------------

            -------------------------------------------------------------------------

            -------------------------------------------------------------------------

            -------------------------------------------------------------------------

            -------------------------------------------------------------------------

            -------------------------------------------------------------------------

            -------------------------------------------------------------------------

            ---------------I(1403)---------------------------------------------------

            ------------------G(1407)------------------------------------------------

            -----------------------G(1411)-------------------------------------------

Figure 24 : Positions des mutations  de C160 dans la structure primaire.

Positions des mutations dans C160 sur l'alignement des séquences des grandes sous-unités B220 et C160 de S. cerevisiae présenté à la figure 6. Les deux boites 45 et 46 bleues indiquent la position des hélices 45 et 46 dans la structure de l'ARN polymérase II constituant probablement une des deux zones de contact entre les sous-unités B220 et ABC27 (Cramer et al.,2001). La séquence encadrée correspond au domaine minimal d'interaction de C160 avec ABC27 défini par la méthode du double-hybride par Flores et al.,1999.
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